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SEQUENCE : 1 

agatcccaac ggattcaaac agcaaatttg tgctttgctc ttctctctta ttataatatc 60 
ctctcaaaaa ccctctccta tatcctccta aagcccccct tccttgtttc tctaccgcaa 120 
caaagaaaaa acaaaagttt gagaaaaatg gtgtgttcgt tgtgtaacca atgattgggt 180 
tttagcttac tacttcgaga gattataaga aagaaagagt gaagatacat tatagaaaga 240 
agagaagcag aaaccaaaaa aagaaacc atg aag tct ttt tgt gat aat gat 292 

Met Lys Ser Phe Cys Asp Asn Asp 
1 5 

gat aat aat cat age aac acg act aat ttg tta ggg ttc tea ttg tct 340 
Asp Asn Asn His Ser Asn Thr Thr Asn Leu Leu Gly Phe Ser Leu Ser 

10 15 20 

tea aat atg atg aaa atg gga ggt aga gga ggt aga gaa get att tac 388 
Ser Asn Met Met Lys Met Gly Gly Arg Gly Gly Arg Glu Ala lie Tyr 
25 30 35 40 

tea tct tea act tct tea get gca act tct tct tct tct gtt eca ect 436 
Ser Ser Ser Thr Ser Ser Ala Ala Thr Ser Ser Ser Ser Val Pro Pro 

45 50 55 

caa ett gtt gtt ggt gae aac act age aac ttt ggt gtt tge tat gga 484 
Gin Leu Val Val Gly Asp Asn Thr Ser Asn Phe Gly Val Cys Tyr Gly 

60 65 70 

tct aac eca aat gga gga ate tat tct cac atg tct gtg atg cca etc 532 
Ser Asn Pro Asn Gly Gly lie Tyr Ser His Met Ser Val Met Pro Leu 
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140 <210> SEQ ID NO: 2 

141 <211> LENGTH: 555 

142 <212> TYPE: PRT 

143 <213> ORGANISM: Arabidopsis thaliana 
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144 <220> FEATURE: 

145 <223> OTHER INFORMATION: AINTEGUMENTA (ANT) 

146 <400> SEQUENCE: 2 
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445 








203 


Val 


Asp 


Arg 


He 


Met 


Ser 


Ser 


Asn 


Thr 


Leu Leu 


Ser 


Gly 


Glu 


Leu 


Ala 


204 




450 










455 








460 










205 


Arg 


Arg 


Asn 


Asn 


Asn 


Ser 


He 


Val 


Val 


Arg Asn 


Thr 


Glu 


Asp 


Gin 


Thr 


206 


465 










470 








475 










480 


207 


Ala 


Leu 


Asn 


Ala 


Val 


Val 


Glu 


Gly Gly 


Ser Asn 


Lys 


Glu 


Val 


Ser 


Thr 


208 










485 










490 








495 




209 


Pro 


Glu 


Arg 


Leu 


Leu 


Ser 


Phe 


Pro 


Ala 


He Phe 


Ala 


Leu 


Pro 


Gin 


Val 


210 








500 










505 








510 






211 


Asn 


Gin 


Lys 


Met 


Phe 


Gly 


Ser 


Asn 


Met 


Gly Gly 


Asn 


Met 


Ser 


Pro 


Trp 


212 






515 










520 








525 








213 


Thr 


Ser 


Asn 


Pro 


Asn 


Ala 


Glu 


Leu 


Lys 


Thr Val 


Ala 


Leu 


Thr 


Leu 


Pro 


214 




530 










535 








540 










215 


Gin 


Met 


Pro 


Val 


Phe 


Ala 


Ala 


Trp Ala 


Asp Ser 












216 


545 










550 








555 













218 <210> SEQ ID NO: 3 

219 <211> LENGTH: 4228 
22 0 <212> TYPE: DNA 

221 <213> ORGANISM: Arabidopsis thaliana 

222 <220> FEATURE: 

223 <223> OTHER INFORMATION: ANT gene 5' promoter 

224 <400> SEQUENCE: 3 



225 gtcgactcta ggcctcactg gcctaatacg actcactata gggagctcga ggatccttta 60 

226 gttagaaaaa actttctttg tacgtgtgtg tgtgtgtttt aagttcaatt ataactagtc 120 

227 acatgtgata tcacaatata tatattgaaa ttggaattat tcatattaat gagttagcat 180 

228 taatatatat acgctgacat taccaaccaa atgtttctgc ttttatggat agttctatat 240 

229 gttgcacttg attatagata ctatataaaa ctgggtttat ttaaaatccg tacccataac 300 

230 aaaagtggac caaaacgaga tccatggttt tgtgtttact ttgttggtta accagataat 360 

231 atgattatgg aagattaaat ctttactaaa ttataaaata atttggaaaa acaaacttaa 420 

232 atatgttgag tgtcttcagt gctcactgtt caagaataat ctcgtgttat cctacttgaa 480 

233 ctagaagttg atatacataa acacgtgaat attttaacga ccgtacataa acacatgtat 540 

234 cgatcaaata caaattatta tgagactaga atccaagatg aggatgactc tagcagaata 600 

235 tacacagcta agaatttgta caagagagtc gaaaaataga ttctaatcat ttaaaaaaga 660 

236 tatggatttc agttacggat tgatattacc attacgcagt agtacataca cataattttt 720 

237 tgtttttgtt ttaccgataa tagaatgaaa atgttgtgtt aaaaatattg gttttactaa 780 

238 aactcgtttt atgttaacta tataatgtct ttccgcatgt aaattgaaac aaaactgtaa 840 

239 tacaaattat gttaagccat tgcaattaaa aaatccacgg gtagtaaatc ctcagaagat 900 

240 tatgttaagt ctacaaattt tctctttaga ttagtaaggt ttgagacaaa attatgtata 960 

241 ccttgcaggg gtataaaggt cactgcatag tcagactcag catgaagcca aagagtcgtc 1020 

242 tctgtcctaa agatatctac agctgcttcg cctgtgaata gagaagaaat tgaatgatga 1080 
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1 <110> APPLICANT: Fischer, Robert L. 

2 Mizukami, Yukiko 

3 The Regents of the University of California 

4 <120> TITLE OF INVENTION: Methods for Altering Organ Mass, Controlling Fertility 

5 and Enhancing Asexual Reproduction in Plants 

6 <130> FILE REFERENCE: 023 07O- 09072 OUS 

7 <140> CURRENT APPLICATION NUMBER: 10/623,477 

8 <141> CURRENT FILING DATE: 2003-07-18 

9 <150> PRIOR APPLICATION NUMBER: US/09/479 , 855 ' 

10 <151> PRIOR FILING DATE: 2000-01-07 

11 <160> NUMBER OF SEQ ID NOS : 8 

12 <170> SOFTWARE: Patentin Ver. 2.1 



ERRORED SEQUENCES 



/<213> ORGANISM: Arabidopsis thaliana <^5o"7 

V:223> OTHER INFORMATION: AINTEGUMENTA (ANT) ^ 



140 <210> SEQ ID NO: 2 

141 <211> LENGTH: 555 

142 <212> TYPE: PRT 
143 

144 V:223> OTHER INFORMATION: AINTEGUMENTA (ANT) 
E--> 145 <400> SEQUENCE: 2 

146 Met Lys Ser Phe Cys Asp Asn Asp Asp Asn Asn His Ser Asn Thr Thr 

147 15 10 15 
148' Asn Leu Leu Gly Phe Ser Leu Ser Ser Asn Met Met Lys Met Gly Gly 

149 20 25 30 

150 Arg Gly Gly Arg Glu Ala lie Tyr Ser Ser Ser Thr Ser Ser Ala Ala 

151 35 40 45 

152 Thr Ser Ser Ser Ser Val Pro Pro Gin Leu Val Val Gly Asp Asn Thr 

153 50 55 60 

154 Ser Asn Phe Gly Val Cys Tyr Gly Ser Asn Pro Asn Gly Gly lie Tyr 

155 65 70 75 80 

156 Ser His Met Ser Val Met Pro Leu Arg Ser Asp Gly Ser Leu Cys Leu 

157 85 90 95 

158 Met Glu Ala Leu Asn Arg Ser Ser His Ser Asn His His Gin Asp Ser 

159 100 105 110 

160 Ser Pro Lys Val Glu Asp Phe Phe Gly Thr His His Asn Asn Thr Ser 

161 115 120 125 

162 His Lys Glu Ala Met Asp Leu Ser Leu Asp Ser Leu Phe Tyr Asn Thr 

163 130 135 140 

164 Thr His Glu Pro Asn Thr Thr Thr Asn Phe Gin Glu Phe Phe Ser Phe 

165 145 150 155 ' 160 

166 Pro Gin Thr Arg Asn His Glu Glu Glu Thr Arg Asn Tyr Gly Asn Asp 
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167 










165 










170 








175 


168 


Pro 


Ser 


Leu 


Thr 


His 


Gly 


Gly 


Ser 


Phe 


Asn 


Val 


Gly Val 


Tyr Gly Glu 


169 








180 










185 










190 


170 


Phe 


Gin 


Gin 


Ser 


Leu 


Ser 


Leu 


Ser 


Met 


Ser 


Pro 


Gly 


Ser 


Gin Ser Ser 


171 






195 










200 










205 




172 


Cys 


He 


Thr 


Gly 


Ser 


His 


His 


His 


Gin 


Gin 


Asn 


Gin 


Asn 


Gin Asn His 


173 




210 










215 










220 






174 


Gin 


Ser 


Gin 


Asn 


His 


Gin 


Gin 


He 


Ser 


Glu 


Ala 


Leu 


Val 


Glu Thr Ser 


175 


225 










230 










235 






240 


176 


Val 


Gly 


Phe 


Glu 


Thr 


Thr 


Thr 


Met 


Ala 


Ala 


Ala 


Lys 


Lys 


Lys Arg Gly 


177 










245 










250 








255 


178 


Gin 


Glu 


Asp 


Val 


Val 


Val 


Val 


Gly 


Gin 


Lys 


Gin 


He 


Val 


His Arg Lys 


179 








260 










265 










270 


180 


Ser 


He 


Asp 


Thr 


Phe 


Gly 


Gin 


Arg 


Thr 


Ser 


Gin 


Tyr Arg Gly Val Thr 


181 






275 










280 










285 




182 


Arg 


His 


Arg 


Trp 


Thr 


Gly 


Arg 


Tyr 


Glu 


Ala 


His 


Leu 


Trp Asp Asn Ser 


183 




290 










295 










300 






184 


Phe 


Lys 


Lys 


Glu 


Gly 


His 


Ser 


Arg 


Lys 


Gly 


Arg 


Gin 


Val 


Tyr Leu Gly 


185 


305 










310 










315 






320 


186 


Gly 


Tyr 


Asp 


Met 


Glu 


Glu 


Lys 

2 


Ala 


Ala 


Arq 


Ala 


Tyr 


Asp 


Leu Ala Ala 


187 










325 










330 








335 


188 


Leu 


Lys 


Tyr 


Trp 


Gly 


Pro 


Ser 


Thr 


His 


Thr 


Asn 


Phe 


Ser Ala Glu Asn 


189 








340 










345 










350 


190 


Tvr 


Gin 


Lys 


Glu 


He 


Glu 


Asp 


Met 


Lys 

2 


Asn 


Met 


Thr 


Arg 


Gin Glu Tyr 


191 






355 










360 










365 




192 


Val 


Ala 


His 


Leu 


Arg 


Arg 


Lys 

2 ^ 


Ser 


Ser 


Gly 


Phe 


Ser Arg Gly Ala Ser 


193 




370 










375 










380 






194 


lie 


Tyr 


Ara 


Gly 


Val 


Thr 


Ara 


His 


His 


Gin 


His 


Gly Arg 


Trp Gin Ala 


195 


385 










390 










395 






400 


196 


Ara 


He 


Gly 


Arq 


Val 


Ala 


Gly 


Asn 


Lys 


Asp 


Leu 


Tyr Leu Gly Thr Phe 


197 










405 










410 








415 


198 


Gly 


Thr 


Gin 


Glu 


Glu 


Ala 


Ala 


Glu 


Ala 


Tyr 


Asp 


Val 


Ala 


Ala He Lys 


199 








420 










425 










430 


200 


Phe 


Arg 


Gly 


Thr 


Asn 


Ala 


val 


Thr 


Asn 


Phe 


Asp 


He Thr Arg Tyr Asp 


201 






435 










440 










445 




202 


Val 


Asp 


Arg 


He 


Met 


Ser 


Ser 


Asn 


Thr 


Leu 


Leu 


Ser Gly Glu Leu Ala 


203 




450 










455 










460 






204 


Arg 


Arg 


Asn 


Asn 


Asn 


Ser 


He 


Val 


Val 


Arg 


Asn 


Thr 


Glu 


Asp Gin Thr 


205 


465 










470 










475 






480 


206 


Ala 


Leu 


Asn 


Ala 


Val 


Val 


Glu 


Gly 


Gly 


Ser 


Asn 


Lys 


Glu 


Val Ser Thr 


207 










485 










490 








495 


208 


Pro 


Glu 


Arg 


Leu 


Leu 


Ser 


Phe 


Pro 


Ala 


He 


Phe 


Ala 


Leu 


Pro Gin Val 


209 








500 










505 










510 


210 


Asn 


Gin 


Lys 


Met 


Phe 


Gly 


Ser 


Asn 


Met 


Gly 


Gly 


Asn 


Met 


Ser Pro Trp 


211 






515 










520 










525 




212 


Thr 


Ser 


Asn 


Pro 


Asn 


Ala 


Glu 


Leu 


Lys 


Thr 


Val 


Ala 


Leu 


Thr Leu Pro 


213 




530 










535 










540 






214 


Gin 


Met 


Pro 


Val 


Phe 


Ala 


Ala 


Trp 


Ala 


Asp 


Ser 








215 


545 










550 










555 
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414 <210> SEQ ID NO: 5 

415 <211> LENGTH: 548 

416 <212> TYPE: PRT 

417 ,<213> ORGANISM: Brassica napus ^^5o' 

418U223> OTHER INFORMATION: canola AINTEGUMENTA (ANT) 



E--> 419 


<400> SEQUENCE: 5 




























420 


Met 


Lys 


Ser 


Phe 


Cys 


Asp 


Asn 


Asp 


Asp 


Ser 


Asn 


Thr 
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Asn 


Leu 


Leu 


421 


1 
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10 










15 




422 


Gly 
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Ser 


Leu 


Ser 


Ser 


Asn 


Met 


Leu 


Lys 


Met 


Gly 


Gly 


Gly 


Glu 


Ala 


423 








20 










25 










30 






424 


Leu 


Tyr 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Val 


Ala 


Thr 


Ser 


Ser 


Val 


Pro 


Pro 


425 






35 










40 










45 








426 


Gin 


Leu 


Val 


Val 


Gly 


Asp 


Asn 


Ser 


Ser 


Asn 


Tvr 


Gly 


Val 


Cys 


Tvr 


Gly 


427 




50 










55 










60 










428 


Ser 


Asn 


Leu 


Ala 


Ala 


Ara 


Glu 


Met 


Tvr 


Ser 


Gin 


Met 


Ser 


Val 


Met 


Pro 


429 


65 










70 










75 










80 


430 


Leu 


Arq 


Ser 


Asp 


Glv 


Ser 


Leu 


Cys 


Leu 


Met 


Glu 


Ala 


Leu 


Asn 


Arg 


Ser 


431 










85 










90 










95 




432 


Ser 


His 


Ser 


Asn 


Asn 


His 


His 


His 


Ser 


Gin 


Val 


Ser 


Ser 


Pro 


Lvs 


Met 


433 








100 










105 










110 






434 


Glu 


Asp 


Phe 


Phe 


Glv 


Thr 


His 


His 


His 


Asn 


Thr 


Ser 


His 


Lvs 


Glu 


Ala 
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115 










120 










125 
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Met 


Asp 


Leu 


Ser 


Leu 


ASD 


Ser 


Leu 


Phe 


Tvr 


Asn 


Thr 


Thr 


His 


Ala 


Pro 


437 




130 










135 










140 










438 


Asn 


Asn 


Asn 


Thr 


Asn 


Phe 


Gin 


Glu 


Phe 


Phe 
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Phe 
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Gin 


Thr 


Arq 


439 


145 










150 
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Glu 
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441 
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Gly 
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Val 
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443 
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Leu 


Ser 
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He 
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He 
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210 
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220 
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Glu 


Ala 


Leu 


Val 
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Met 


449 
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450 


Ala 


Ala 


Ala 


Ala 


Ala 


Lys 


Lys 
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Val 
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451 
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452 
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Arg 
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Val 
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